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Compare with Two Protocols for microRNA Extraction from Astragalus mem-

branaceus var. mongholicus

LU Di-Jin, CHEN Jing, ZHONG Yang, NAN Peng’
Key Laboratory for Biodiversity Science and Ecological Engineering, Ministry of Education, School of Life Sciences, Fudan Uni-
versity, Shanghai 200433, China

Abstract: In order to obtain better quality miRNA in different parts of Astragalus membranaceus var. mong-
holicus, two miRNA extraction methods (one-step method and multi-step method) were compared. The results
showed that these two methods had different advantages and disadvantages, but both of them could be used for
miRNA extraction. Multi-step method had higher success rate with cumbersome steps, one-step method needed
strict experimental conditions but fast and time-saving, the miRNA isolated with one-step method had high in-
tegrity which could be used for quantitative RT-PCR and so on.

Key words: miRNA extraction; Astragalus membranaceus var. mongholicus; one-step method; multi-step

method
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Table 2 Comprehensive comparison between one-step and multi-step
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