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Comparison of Two Methods for RNA Extraction from Different Tissues of
Grape (Vitis vinifera L.)

CHU Xue-Peng, TONG Shao-Ming, HOU He-Sheng
Liaoning Key Laboratory of Plant Biotechnology, College of Life Sciences, Liaoning Normal University, Dalian, Liaoning 116082, China

Abstract: Two total RNA extraction methods commonly used at present, modified SDS and CTAB-LiCl methods,
were studied with different grape tissues. Phenol wasn’t used in the two methods. Higher quality total RNAs from
different grape tissues were obtained with both of two methods. Agrose gel electrophoresis showed that 28S and
18S bands were clear and bright. The ratio of A4,4/A4,5, was from 1.7 to 2.0 while that of 4,¢/4,;, was from 1.9 to
2.3 which demonstrated the high quality of the isolated RNAs. The results of amplification of Actin, a
housekeeping gene in plant, and ACS5 gene showed that the RNAs obtained could meet the requirements of RT-
PCR and gene cloning. The yield of RNA obtained by modified SDS method was 2—3 times that by CTAB-LiCl
method. The total RNA isolated by the CTAB-LiCl method was highly integrate and pure. A preferable method
could be selected according to the material quantity and the requirements of the RNA quality.

Key words: grape (Vitis vinifera); modified SDS method; CTAB-LiCl method; RNA extraction
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Fig.1 Electrophoresis results of grape total RNA from
different tissues with modified SDS method
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Fig.2 Electrophoresis results of grape total RNA from
different tissues with CTAB-LiCl method
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Fig.3 Electrophoresis result of grape total RNA from
different tissues with Trizol method
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Table 1 Absorbance ratios and yield of total RNA isolated from different tissues of grape with three replica by using two methods
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e 4 R SDS¥: 1.78+0.06 2.05+0.05 201.38+7.70
CTAB-LiClj: 1.87+0.08 2.24+0.08 107.43+5.20
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P 2 [ SDSVZ: 1.8120.06 1.95+0.07 152.05+8.19
CTAB-LiClj: 1.84+0.05 2.03+0.15 44.68+4.05

i 2 [ SDSVZ: 1.81+0.06 1.99+0.06 79.51+5.33
CTAB-LiClj#: 1.83+0.04 2.0140.08 40.30+4.15

idad 4 [ SDSVZ: 1.79+0.05 2.02+0.09 183.37+4.73
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Fig.4 Electrophoresis result of housekeeping gene Actin RT-PCR amplified with the total RNA

extracted from different tissues of grape with two methods
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extracted from different tissues of grape with two methods
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