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Genetic Analysis and Disease Resistance Identification of the Offsprings of

Transgenic Wheat (Triticum aestivum L.) with Chi Gene
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Abstract: In the text, genetic analysis and powdery mildew resistant identification had been done among T, T,
and T, of transferred wheat (Triticum aestivum) with Chi gene. The results indicated that segregation ratio of
exogenous Chi gene between T, and T, was approximately 3:1, which was consistent with Mendelism. Exog-
enous genes were found that they all single-copy integration by Southern blot. The Chi gene transferred wheat
had a better counteraction against powdery mildew which caused by mixed bacteria in field. Other characteris-
tics of transgenic plant, excluding plant height and period of duration, were all the same as common one’s.
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Fig.1 The T-DNA sketch map of plasmid pMLH7133-Chi
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WRIESMREF M 2KIFFN RIS Chi 3
E5I194: 311, 5 GCAGTGTGGAAGGCAA-
GCAG 3'; 5|¥12, 5 CTGAGAGGTGACAAGGT-
CAG 3'. Nptll ER5IWA: 5193, 5 GAACG-
ACGCCCGGCCGACATCC 3'; 514, 5
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Table 1 PCR detection of T, transgenic wheat

BE Chi BT Chi FAtE S EL e
6-2 8 3 2.67:1 P>95%
6-6 15 0 2l —

15-3 13 4 3.25:1 P>80%
15-10 17 6 2.83:1 P>90%
19-1 14 4 3.50:1 P>75%
19-5 19 7 2.71:1 P>80%
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Fig.2 Southern blotting of transgenic plant
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Table 2 Powdery mildew resistance identification
of T; homozygous plant

L F SR RS P EE 1% RIGHE (%
CHRERTTA2(HIB) 6 50 100
Chi-1 2 10 25
Chi-2 1 10 20
Chi-3 2 15 30
Chi-4 2 10 25
Chi-5 3 20 45
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Table 3 The comparison on major agronomic characters of T, homozygote wheat and non-transgenic wheat

& FR# fem FH /em STEEM THE/g ERKAMAM
CRR 77427 (XH) 102.4 9.2 3 40.1 88
Chi-6 106.1 9.3 4 39.4 96
Chi-1 104.8 9.0 3 41.5 95
Chi-8 107.5 9.1 4 40.7 96
Chi-9 109.4 9.2 4 38.8 99
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