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Research Advance of the EXO70 Gene Family in Plants

YANG Jun-Jie, YU Da-Li, CHU Wei, LI Hui, LI Shi-Peng’
Department of Life Sciences, Qilu Normal University, Jinan 250013, China

Abstract: Exocytosis is fundamental in eukaryotic organisms for a wide-range of cell biological processes and
directly participates in hormones and neurotransmitters secretion, cell growth, cell polarity establishment,
cytokinesis and cell wall formation. During exocytosis, the specific recognization between post-Golgi vesicles
and the target membranes is mediated by an evolutionary conserved multiprotein complex named the exocyst.
The exocyst is compromised of 8 subunits. Of these, EXO70 interacts with small GTPases and
phosphatidylinositol 4,5-bisphosphate [PIP,] on the target membrane, and plays a key role in exocyst assymbly
at target membrane. Now, knowledge about the function of the exocyst is still little. But it is demonstrated that
the exocyst participates in various biological processes such as cell growth, cell wall formation and cytokinesis.
In contrast to a single gene in yeast and most animal genomes, the number of EXO70 encoding for EXO70
homologs increased greatly in plant genomes with their function much unknown. In this review, we summarize
research progress on EXO70 and foucus on the land plant EXO70 gene family. We proposed that individual
EXO70 members in plants may regulate cell type- or cargo-specific exocytosis.

Key words: exocyst; EXO70; gene expansion
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Fig.2 The conserved multisubunit tethering complexes in eukaryotic cells
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W, 5 MR EXOT0INA A, A~ e
AT A BN SE AR, (e 45 Bl 4 18 B2 11 (Glutd) [n]
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WAEAHLE, XA LGS EXO70R:A4T (3 1) WidE
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Table 1 Numbers of genes encoding exocyst subunits in plant genomes
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EXO70Z: 5 [ 12 (1) B e ol (R 2 E 4

X HEAEX Q7040 1l i for v] LA T i SLEE A H
£ L, NAENT I DI REPRAL BRI . DS RE
AN TEXO70 82 30 HH A [7] (14 SV 41 B 52 o7 A5 X
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FEEAT, AT B PR B I L8 WL S A7 AE — 52 [
7o PTUA, R e AR AR AR A FEXO70A1-GFP
LA R A, RTEXO70A VHEAT 58 Kk 41 1) 3041 B 5
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