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H R 173 6, Hoh T ANMEARIAKEAE 24 h i
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Z K T E5 K2 EEDI A bt K-S F R
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T FE R IE T 7S i /NS RL B 15 4L ) S B
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b, kb5 23 MEE L 1. 4735 %, 119
ANEAE N .477.86%) .
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HHEENREEH. B, NMHEARAZPE
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Fig b EE 48 h ¥ 7K R (1) e 2 S B B & 1 s b A7 2
D PAGE 5 MS /- #riy4s R, H5HKAEAE
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LJ133. LJ195. LJ258. LJ262. LJa- LJb,
FEH AR, Hf 2 AN B E sU(L)258. L]262)
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LJa+ LJb) R &I~ H 5 50l 2 b i & A i 2 3 1R
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FACFEN RGN, pl 4.0 R A SBREHE K, 1M
pl 4. 1 HH AIREZEN M. AT, £
WX A AR 2 (S AR T T e — AN B 2L
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WA A X A5 AT N s A
KR SERAZ AR TR K, 2P FH 28 kD
1) 1 i T 1) 75 (BBP IN) ARH R 4 11 5 93 BEAH 51 40
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RS G A T X b FR IR s S % 4%
CLR AR R AL, RN SR A5 6 e e e g 2 (1 1)
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HIER A B2, YRS B QSRR K P A0 41
KPR R A LT 7T AR S T Rk

WAE, HEE AR AR E TS
(8L B AL TS B B . HON AT S/ LA T
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