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Expression of Foreign Genes in Wheat (Triticum aestivum L.) Drived by HMW-
GS 1Dx5 Promoter
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University of Science & Technology, Wuhan 430074, China

Abstract The foreign genes including gus and 1Dx5 mutant engineered to possess more of the repetitive central
domain drived by HMW-GS (high molecular weight glutenin subunits) promoter were introduced into wheat,
which allows obtaining the stable expression transplant. The consecutive investigation in 3 progenies indicated
the repetitive sequence of 1Dx5 mutant improved its molecular weight and influenced expression of 1Bx17+1By18.
To test tissue specificity, the gus tests in seeds of transgenic plants exhibited positively, but negatively in leaves,
roots, anthers or pollens. Foreign gus gene began to express two weeks after flowering, and expression levels
kept increased trend to waxy ripening stage.
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HIJE 31N 1Dx5 3K JE s+, H B3R 2 1Dx5

KA (T RIEF LR 1Dx51 552 088 A% H g
AN —B IDx6 EE P F v B, KR 462 bp,
4N 1Dx5-R853) , 3R1F 2 MR/ 22 i FL DRI M A%
AT NLY AL10. ZARMEE E, RiE#E
A pLRPTGUS™, JE2hFIF k., HIEREA gus
R, FREMERFEERGLZ AL,

FH L8831 L2 i1 #k 52 1.88-6 (F 1Ax1. 1Bx17,
1By18. 1Dx5 A1 1Dy10 IEHE) AFHPEXEES, 188~
31 MIL88—6 MUK HMW-GS ¥y B A= 7Y,

Taq B§ H ABGene A ], HAthi 75 [ =
SiTal. WO ARIE N 1Dx5 R gus ZEH,
MRYE LR SF Xk, & wix i 51 4, B 1Dx5 1
W58 5° GCCTAGCAACCTTCACAATC 37,
TS5 N: 57 GAAACCTGCTGCGGACAAG 3 ;
gus RN _LIF51%8: 5 AGTGTACGTATCAC—
CGTTTGTGTGAAC 3’ , RiF5I#A: 5 ATCGC-
CGCTTTGGACATACCATCCGTA 3.
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12 min, 1 /MEH; 94°CAPES min, 62°CiE
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10% SDS—-PAGE HLIK 4 #r/N32 HMW-GS 445 .
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WBHEHLAZE TV RN, RIEAE X-Gluc ZEn
W, 37T CHIRE 24 ho 70% 100% £ FEAH i
o,

SCEER

1 BEERREZE

PLLO FILIO B T, Ty T, FIMHF 3L A4 DNA
R, FEL9. L10 FILI1fI T, T,. Ty 4R
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Fig.1 PCR analysis of T, progeny of line 1 for
the pLRPTGUS transgenes
M: 1 kb DNABEJEARIC; 1: pLRPTGUS Fikixtf®; 2: #AXt
M, 376 T, A E R
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Bl 2 pLRPTDx5-R853 #53L K 5 4R PCR %5
Fig.2 PCR analysis of T, progeny of line 1 for
the pLRPTDx5-R863 transgenes
M: 1 kb DNABEERRIC; 1: pLRPTGUS BRRiNIR; 2: Z8EA%t
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K3 pLRPTDx5-R853 ¥4 %L [F J5 4L L9 & (1 SDS-PAGE 4347
Fig. 3 SDS-PAGE analysis of T,/T,/T, progeny of
line 1 for the transplant 1ines L9
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53 VLN RE AR BRI AR S 2t SR
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Table 1 Densitometric analysis of SDS—PAGE of endosperm protein from transgenic wheat

P FFHH HW-GS / % 1Dx5-R853 / % 1Bx17+1By18 / %
1.88-31 5 3. 120. 02 — 3.120. 01
L.88-6 5 9. 2+0. 02 1. 7+0. 01 3. 0£0. 01
L9 5T, 6. 5+0. 01 2. 60. 01 3. 9+0. 02

5T, 6. 30. 04 2.3+0. 10 4. 00. 02
10T, 6. 2+0. 05 2. 2+0. 03 3. 8+0. 03
L10 5T, 5. 920. 20 2. 2+0. 02 3. 6£0. 03
5T, 6. 30. 04 2. 5+0. 01 3. 8+0. 03
10T, 6. 00. 01 2. 2+0. 04 3. 8+0. 01

K4 HERFERAFRHLARGUSRIA
Fig. 4 GUS expression of different tissues
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U o X5 FT A A IRAE Y 10x5 B R 1E /N IR FLTE
B PRI 28 AR 40 O — B, R AR AT
N, AN R IR LA SR S MR IE R 1Dx5 )R
BT .

1E IDx5 W R ST HIERR, PR R AE
HT,h#RE, MAERLT, T, T, FfefaE
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