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3.1 MHIZHERS T HERERMEEER
3.1.1 ACCEREEEME Oellers (1991) #ACSHI
FR LE-ACC2 RGN BRI A E MG, LM
A PEAK 99. 5%, LTI g I, IR
LR C RIS T, AR, X
LRI SAE R P E A R IR A, AL
WP ERAS, AL R G ORI a2 PR AR 2B, 3
SEARREIEHE AR LA, R SNE L ik
L, ORI A AR, RS AT IR R AR LA
W, AR MR B SRR RS R
RBEMBAEWEZR ., BREK 7 RLHIREE,
NAHBH R Fitk, FRSCRNA HAR
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Bl P 2 i A N RSO PR AR AT 3 5 T
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. B ACS J R R AR B IE R A, (HILE
M CIR R IE R A REFHACER 0718%,
wEHEERZ.

B AT (1995) F ACS Jx SUEE R 36 N F&
B, IR . D PC R AR % (1997)
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XA IR R X IR R BEAE S B s, 4 i R
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JROCHER N5, 3R 15 5 5 DR AR
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2 7t R B R4

Wang 1 Peng (2001) b [ 21| F 8 L 512 ACS &
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Ik .
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LM 50760 5, FEJEGUS WM TR, Lk
R, M A ) GUS T A T R R s
B H GUS E M I .
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RAR IG5 (1998) 37 FH PCR 4 A 5 7 ACCD %
B, FFT 1998 Rl il R A /-5 1 774 ACCD
FER PN, RIS OREF AR ) Bt R, H
FAEMMREZ Southern 282 faMER], ACCD %A
OSBRI AR A P IR e it Rk, Ko
B A 80% e A, HESLAE BSR4 R AT LREE 75
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B iG E5 C0d E BIEA K.

Kalaitzis% (1997) M5 Z 1 AL HIPG
3845 3 A cDNA: TAPGI. TAPG2 Fl TAPG4,
ZH VR TEL T6%93% . A WEE A F ok,
2. MWMAEZh k. TAPG4 LR AP B
KT R

L PRBEAE (1999) MRk 53 324 SR S 1) PG 2 K]
B B 1) cDNA K 1 188 bp, A3GE—ANH 393 4
QBRI TR AESE . RT-PCR 0T 3R
B, RSBk A HRoR A B PG 4% ) mRNA, {H
ERLPHREBANIEFEFEE, NN PC
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] o K 1 BH ) SR M TR Sk 2 A I 5 R A % L s AR
R —MEEEENIEE.
3.2.2 REFfigHs (PE) PErDEZHMuEE b (1) R %
AL, A EE SRk, I B S i) mT v e ]
V&R V2P B MAS ARG R
) L Sz Fp #R R RG 2) PE S M. PE AR EE R U2
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