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Abstract: HbMybl was related to TPD (tapping panel dryness) of Hevea brasiliensis. To study the function of
HbMyb1 protein, we used yeast two-hybrid assay to screen alatex cDNA library with full-length of HbMybL.
Ten proteins interacted with HbMyb1 protein were obtained. Among them, 6 proteins with known functions
were obtained, including the rubber elongation factor, small rubber particle protein, 3-hydroxyacyl-acyl-carrier
protein dehydratase, NAD-dependent sorbitol dehydrogenase enzyme, oxidoreductase and putative | eucine-rich
repeat protein. 4 proteins with unknown function were found. These work could help for the further study on
the function of HbMyb1 and the clarification of mechanism of the TPD.
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