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Prokaryotic Expression, Purification and Antibody Production of Rice (Oryza
sativa L.) NADP-Malic Enzyme
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Abstract: Rice NADP-ME, cDNA was constructed into prokaryotic expression vector (pQE30), and its bio-
logically active fusion protein was expressed. NADP-ME, fusion protein was purified by Ni-NTA agarose
affinity chromatography, and its enzyme properties such as V,..,, K,,, K.4 and substrate specificity were
detected. Purified NADP-ME, fusion protein was used to immunolize rabbit. Anti-rice NADP-ME specific
antibody was obtained. Four members of NADP-ME family protein had been detected by Western blot from
rice total proteins after two-dimensional gel electrophoresis.
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Table1l Enzymatic kinetic property of rice NADP-ME, fusion protein

V wd imol -min-nmol * K,/umol-L* KealS* K K/mol 2L st
NADP NADP NADP NADP Mg* NAD
5.7 5.5 2 300 85 95.0 91.7 4.1x10* 1.1x108
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