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Simple Sequence Repeat (SSR) Analysis of Main Rice (Oryza sativa L.) Culti-
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Abstract: The present study used simple sequence repeat (SSR) markers to reveal the genetic diversity of the
14 extensive rice (Oryza sativa) cultivars of Liaoning province in the last 15 years. 17 markers detected 43
alleles with averaged 2.53 alleles per SSR locus. Based on the pair wise comparisons of amplification products
the genetic distance was calculated using Nei’s genetic distance and a dendrogram was constructed using an
unweighted pair group method with arithmetic averages (UPGMA). It was concluded that the genetic back-
ground was vulnerable among rice in Liaoning province.
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Table 1 List of rice materials used in the experiment
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Table 2 List of primers used in the experiment
LB L2 JBKRRE/C PAJENIN
RM13 EM: 5 TCCAACATGGCAAGAGAGAG 3’ 57.5 5
JF: 5 GGTGGCATTCGATTCCAG 3’
RM141 EM: 5 CACCACCACCACCACGCCTCTC 3’ 57.9 6
J: 5 TCTTGGAGAGGAGGAGGCGCGG 3’
RM142 EM: 5 CTCGCTATCGCCATCGCCATCG 3’ 65. 7 4
JF: 5 TCGAGCCATCGCTGGATGGAGG 3’
RM16 EM: 5 CGCTAGGGCAGCATCTAAA 3’ 57.6 3
JZ: 5 AACACAGCAGGTACGCGC 3’
RM18 EM: 5 TTCCCTCTCATGAGCTCCAT 3’ 57.8 7
JF: 5 GAGTGCCTGGCGCTGTAC 3’
RM20 EM: 5 ATCTTGTCCCTGCAGGTCAT 3’ 56. 3 12
IA: 5 GAAACAGAGGCACATTTCATTG 3’
RM202 EM: 5° CAGATTGGAGATGAAGTCCTCC 3’ 55. 8 11
JIa: 5 CCAGCAAGCATGTCAATGTA 3’
RM226 Em: 5 AGCTAAGGTCTGGGAGAAACC 3’ 60 4
J: 5 AAGTAGGATGGGGCACAAGCTC 3’
RM228 EM: 5 CTGGCCATTAGTCCTTGG 3’ 57.3 10
JF: 5 GCTTGCGGCTCTGCTTAC 3’
RM23 EM: 5 CATTGGAGTGGAGGCTGG 3’ 59.9 1
[ : 5 GTCAGGCTTCTGCCATTCTC 3’
RM234 iEM: 5 ACAGTATCCAAGGCCCTGG 3’ 59. 7 7
[ H: 5 CACGTGAGACAAAGACGGAG 3’
RM240 EM: 5 CCTTAATGGGTAGTGTGCAC 3’ 57.8 2
JF: 5 TGTAACCATTCCTTCCATCC 3’
RM241 EM: 5 GAGCCAAATAAGATCGCTGA 3’ 55. 8 4
JH: 5 TGCAAGCAGCAGATTTAGTG 3’
RM242 EM: 5 GGCCAACGTGTGTATGTICTC 3’ 59.9 9
JF: 5 TATATGCCAAGACGGATGGG 3’
RM250 EM: 5 GGTTCAAACCAAGCTGATCA 3’ 61.9 2
[ F: 5 GATGAAGGCCTTCCACGCAG 3’
RM4 iEM: 5 ACACCAGGCTACCCAAACTC 3’ 58. 6 12
JF: 5 CGGAGAGATCTGACATGTGG 3’
RM50 EM: 5 ACTGTACCGGTCGAAGACG 3’ 59. 7 6
5
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Fig. 1 The SSR profiles of RM20
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Fig. 2 Dendrogramof similarity for 14 materials of rice
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