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Cloning and Expression Analysis of a Ring Zinc-Finger Gene in Populus

simoniixP. nigra
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Harbin 150040, China

Abstract: For studies of differential gene expression, cDNA-AFLP was applied in Populus simoniixP. nigra
under salt-stress. The 1 061 bp full length cDNA of ring zinc-finger gene was isolated by rapid amplification of
c¢DNA ends (RACE), including a 184 bp 5' untranslated region, an 82 bp 3' untranslated region and a 795 bp open
reading frame encoding 264 amino acid residues. The molecular weight of deduced protein was 30.25 kDa with
a theoretical pl of 8.04. Real-time PCR revealed that PsnRZF gene was expressed in roots, stems and leaves
under normal growth, and the expression level was increased under salt-stress. The expression level of PsnRZF
gene in leaves was increased gradually and the peak value was appeared at the 6th day under NaCl stress.
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Fig.1 cDNA-AFLP analysis of P. simoniixP. nigra under NaCl stress
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Fig.5 Alignment of the amino acid sequences of RZF protein between P. simonii xP. nigra and other plants
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