258 TP B0 2545 45 553 30, 20094E3 H

BN EST 75 R 2 2R/ 4FiE

PR, M, T4, ZHE"
AT P ARV K 27 Bl 2524 B, RN 450002

$RE: GenBank ¥ 35 547 £#KNEST 2 A TA XL EE, T2 E KA A 2503 Mb ey L A EST 34 438 4. X & 55| 474 2
813 M# I 2 4 ¥ & & & 7| (Simple sequence repeat, SSR), 5 F2 107 % EST ¥, s IR E 4 8.16%, T2 A B A 8.90
kb. ZHFBRELRTFEL LR, ESSREMGIAT.14%; AAR B EBA LR TR E L, 55 & SSRE44920.72% 7=
16.99%. AAG/TTC ##%HF Z A A, B T2 ¥ 449 29.26%, AG/CT F= A/T 55| & 14.61% = 16.25%. LEFTH 4 SSR F,
T REA 4~10K89 & 70.32%, KEH 12~20 bp 9 & 51.12%. FFxFiX ok SSR ¢4 % A M H et 47 7 4.

KiEiR: #N; EST A5, M L2 442

Characteristics of Microsatellites in Melon (Cucumis melo L.) EST Sequences

HU Jian-Bin, LIU Ying, WANG Lan-Ju, LI Jian-Wu"
College of Horticulture, Henan Agricultural University, Zhengzhou 450002, China

Abstract: 34 438 melon expressed sequence tags (ESTs) were obtained after the removal of redundant se-
quences from 35 547 melon ESTs deposited in GenBank. In these ESTs, 2 813 microsatellites (simple sequence
repeat, SSR) were tested and distributed in 2 107 ESTs. The occurrence frequency of SSR was 8.16% and the
average distribution distance was 8.90 kb. Trinucleotide repeats were dominant repeat types and accounted for
47.14%. Dinucleotide and mononucleotide repeats accounted for 20.72% and 16.99%, respectively. AAG/TTC
was most frequent repeat motif and accounted for 29.26% in all SSRs. AG/CT and A/T accounted for 14.61%
and 16.25%, respectively. Among all SSRs, SSRs which repeated 4 to 10 times accounted for 70.32%, and SSRs
which was 12 to 20 bp long accounted for 51.12%. The potential polymorphism of these SSRs was also analyzed.
Key words: melon (Cucumis melo L.); EST sequence; microsatellite; characteristic
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Table 2 The major repeat motifs in melon ESTs

HAHA CS-ETH Ko BT i L /% HIATZE /%
R IR A/T 457 16.25 1.33
C/G 18 0.64 0.05
TR AG/CT 411 14.61 1.19
AT/AT 102 3.63 0.30
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AAAGG/CCTTT 9 0.32 0.03
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AACCTC/AGTTGG 5 0.18 0.01
AAGACG/CTTCTG 5 0.18 0.01
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