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Abstract: The activities of UDP-glucose pyrophosphorylase (UDPGPPase), ADP-glucose pyrophosphorylase
(ADPGPPase), granule-bound starch synthase (GBSS) and starch-debranching enzyme (DBE) in the postharvest
fresh waxy corn (Zea mays L. sinensis Kulesh) all showed a single peak curve, which reached the peak value on
the first or the second day and then declined slightly. The activity of soluble starch synthase (SSS) increased
significantly, while the activity of starch branching enzyme (SBE) appeared the peak value on the third day.
Compared with the condition of 20 C, the activity of UDPGPPase increased to promote the sucrose degradation,
the activities of SSS and GBSS reduced to slow down the process of starch synthesis, the activity of SBE was
restrained while DBE strengthened to promote the amylose synthesis when stored at 0 C.

Key words: fresh waxy corn (Zea mays L. sinensis Kulesh); postharvest physiology; enzyme associated with
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Fig.1 Changes of UDPGPPase activity

in postharvest fresh waxy corn
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Fig.2 Changes of ADPGPPase activity in

postharvest fresh waxy corn
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Fig.3 Changes of SSS activity in postharvest fresh waxy corn
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Fig.4 Changes of GBSS activity in postharvest

fresh waxy corn
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Fig.6 Changes of DBE activity in postharvest

fresh waxy corn

555 EAHSE, Ui HIDBEE AR Ak RE Mg 31— & )
VEFEBENT A CIERE T4, AEIX A F X+ SSS A
GBSS 1E4FAH s, HHLERATY A R .

R HARICHE BRGSO A A A SIS R &R

Table 1 Relationship of enzyme activities associated with carbohydrate metabolism

in postharvest fresh waxy corn stored at 20 ‘C

UDPGPPase ADPGPPase SSS GBSS SBE
ADPGPPase 0.993™ 1
SSS -0.859 -0.828 1
GBSS 0.299 0.256 -0.718 1
SBE -0.484 -0.484 0.163 0.221 1
DBE 0.587 0.587 -0.922" 0.921" -0.056

TR K435 0.05 F10.01
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Table 2 Relationship of enzyme activities associated with carbohydrate metabolism

in postharvest fresh waxy corn stored at 0 ‘C

UDPGPPase ADPGPPase SSS GBSS SBE
ADPGPPase 0.676 1
SSS 0.169 -0.505 1
GBSS 0.350 0.189 0.31 1
SBE 0.163 -0.563 0.920™ 0.185 1
DBE -0.187 -0.069 -0.235 0.026 0.078

TRFMEATA0.01.
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