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Research and Application Prospect of DREB Transcription Factor in Plant Abiotic

Stress Resistance
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Abstract: Transcription factors are DNA-binding proteins that interact with cis-elements in the promoter of eu-
karyotic genes. As a newly discovered type transcription factor of plant, DREB, specifically recognize DRE,
could induce the expression of some high-salinity low-temperature and drought-related genes. In this paper, the
research progress on DREB in recent years was reviewed, the structure and biological function of DREB, ex-
pression regulation and signal transduction pathways, as well as the application of DREB genes in the stress
tolerant improvement of plant were discussed, meanwhile, the future prospective in this field is also discussed here.
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Fig.1 Schematic map of VRN-HI/Fr-HI and the CBF genes

at the Fr-H2 locus on the long arm of barley chromosome 5
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Fig.2 Transcriptional network of abiotic stress responses
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