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Ubiquitination of Latex Protein during Tapping Panel Dryness (TPD) Process

in Hevea brasiliensis Muell. Arg.
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Abstract: In this study, the ubiquitination of the latex proteins from healthy and different degrees of tapping
panel dryness (TPD) rubber trees (Hevea brasiliensis) was compared using Western blot. The result indicated
that there was significant difference in the ubiquitination levels of latex proteins between healthy and TPD trees.
In the TPD trees, the ubiquitination levels of 2 proteins were significantly increased, while 7 proteins were ob-
viously decreased. These ubiquitinated proteins might play important roles in TPD. This research provides a
base for further study on the roles of protein ubiquitination in TPD. Meanwhile it also provides a new perspec-
tive to elucidate the molecular mechanism involved in the TPD process.

Key words: Hevea brasiliensis; tapping panel dryness (TPD); ubiquitination
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